

Syatool comparison table: blosiraSS^ara CowpCheck: 6430 



Name: frTRADEalPha 1 
Name: HTRATN 1 
Name: frTRAPEbeca 1 
Name: hApo4?.Qpep 



Len: 
Len : 
Len : 
Len: 



423 Check: 4050 

423 Check: 4128 

423 Check: 7937 

423 Check: 8173 



weight : 
Weight : 
Weight : 
Weight : 



1.00 
1.00 
1 .00 
1-00 



V? hTRAIN_l 

hTRAD Ebe ca„l_ 
c^t hApo420pep" 
Consensus 



ivTRADEalpha_ 
=1 hTRAIN_l 

hWADEbeta^l 
2iiApo420pep 
uj Consensus 



hTRAD£alpha_ 
^ hTRAIN_X 

ll*kADEbefca_l 
- hApo420pep 
Pi Consensus 



lif£RADEalpl*a_ 
« hTRAXBLJl 

hTRADEbeta_l 
MhApo420pep 
Consensus 



hTRADEalpba_ 
hTRAXH^l 
hTRADEbete_l 
hApo420pep 
Consensus 



MALKVLLBQE 
MALKVLLEQE 
MALKVLLEQE 
MALKVLLEQE 
MALKVLLEQE 



KTFFTLLVLL qYLSCKVTCE 
KTFFTLLVLL QYLSCKVTCE 
KTFFTLLVLL qfSttiSCKVTCE 
KTFFTLLVLL QYLSCKVTCE 
KTFFTLLVLL £YLSCKVTCE 



hTRADBalpha. 

fcTRAXH_£ 
JiTRADEbefcfiL-X 

hapo£20pep 

Consensus 



51 

QCQPQMELSK 
QCQPQMELSK 
QCQPQMELSK 
QCQP^MELSK 
QC§P<§MEXSK 

101 

FQKA&CSATS 
FQKANCSATS 
FQKANCSATS 
FQKANCSATS 
FQKANCSATS 

1S1 

SKVNLVKIAS 
SKVNLVKIAS 
SKVNLVKIAS 
SSCVMLVKXAS 
SKVftLVKXAS 

201 

KPSWSLRSQD 
KPSWSLRSQD 
KPSWSLRSQD 
SCPSWSLRSQD 
KPSWSLRSQD 

251 

LPSMCCEEAC 
LPSMCCEEAC 
LPSMCCEEAG 
LPSMCCEE&C 
LPSMCCEEAC 



EC«JF<qY<§EDA 
ECfiF^YQEDA 
ECQFQYQEDA 
ECQF^YQEDA 
EC^FQY^EDA 



DAIC^DCLPQ 
DAIC<5DCLP<5 
DAICi$pCLP<3 
DAXCC5DCLPS 

DAIC^DCLPGf 



TASS prdtal 

TASSPRDTAL 
TASSPRDTAL 
TAS S PRDTAL 
T AS S PRDTAL 



XQYNQSELSC 

xqyn<;sslsc 
xqyn§s£lsc 

IQYMETELSC 
XQYN5SELSC 



SPN?ATL§CQ 
SPNPATL$C§ 

SPKPATLQC^ 
SPNPATL§C<q 



QCVTCRLHRF 
QCVTCRLHRF 
QCVTCRLHRF 
QCVAjpRLHRF 
QCVTCRLHRF 



S6DCRQQEFR 
S6DCRQQEFR 
TSDCRQQEFR 
SSOCRQQEFR 
SSDCRQQEFR 



KEDWQFQKCK 
KEDWQFOKCK 
KEDWQFQKCK 
KEDW^FQKCK 
KEDW^FQKCK 



FYRKTKLV<3F 
FYRKTKLVQF 
FYRKTKLVQF 
FYRKTKLVGJF 
FYRKTKLVQF 



AAVICSALAT 
AAVXCSALAT 
AAVICSALAT 
AAVXCSALAT 
AAVXCSALAT 



QOMECVPCQD 
QOMECVPC^D 
QDMECVPC^D 
QDMECVPC^D 
QDKECVPC<JD 



VLLALLILCV 
VLLALLILCV 
VLLALLILCV 
VLLALLILCV 
VLLALLILCV 



FDRPQLHEYA 
FDRPQLUEYA 
LDRPQLHEYA 
FDRPQLMKYA 
FDRPQLtfEYA 



VHSAASLQAR 
VHSAASLQAR 
VHSAASLQAR 
VHSAASLQAR 
VHSAASLQAR 



HRACCQCRRD 
(HRAOCQCKKD 
HRACCQCRRD 
(^ACCQCRRD 
HRACCQCRRD 



SO 

DRS^NCVPCN 
DRS§>iCVPCN 
DRS^NCVPCM 
DRSt};VCVPCK 
DRS^jriCVPCN 

100 

PCLDCAW:\R 
PCLDCAWi^R 
PCLDCAWNR 
PCLDCAWMR 
PCLDCAWNR 

ISO 

PPPPYEPKCA 
PPPPYEPHCA 
PPPPYEPHCA 
PPPPYEPHCA 
PPPPYEPHCA 

200 

IYCKRQFMEK 
XYCKRQFMEK 
IYCKRQFMEK 
IYCKRQFMEK 
IYCKRQFMEK 

250 

SVQTCQPVRL 
SVQTCQPVRL 
SVQTCQPVRL 
SVQTCQPVRL 
SVQTCQPVRL 



jlAQPAQEMVP 
i^qPA^EMVP 
NAQPAqEMVP 
NlAqPA^EMVP 
NAQPA<3EMVP 



300 

TFF^SLTQSI 
TFF<3SLTQSl 
TFFQSLTQSI 
TFFgSLTQSI 
TFF^SLTQSX 





86ft 



Ifc£R&agk©S£u3. ©§£FgO&8$SL KQKSaS^DXjX 
h^o420p@p CQSFSD^m. l^mSE^DNX 

coaseasus cGSFSD&StfHj b3QNS&€§<3dnx 



351 



600 



hTRAB£alpha_ SSQDLV<3£AV PVQSKSENfT AAWSRWi TLVESASTQD ALTMRSQLDQ 
hTRAIN_l SSQDLV£§AV PVQSHSENFT AATDLSRYNN TLVESASTQD ALTMRSQLDQ 
hTRADEbeca.l SSQDLV<S§AV PVQSHSENFT AATDLSRYHN TLVESASTQD ALTMRSQLDQ 
hApo420pep SSQDLV<J§AV PVQSHSENFT AATDLSRY N N TLVESASTQD ALTMRSQLDQ 
Consensus SSQDLV<3§AV PVQSHSENFT AATDLSRYfJK TLVESASTQD ALTMRSQLDQ 



hTRADEd lpha_ ES^AIIHPAT QTSLQEA — 

hTRA!N_l ESQAVIHPAT QTSLQEA 

hTRADEbeca_l ES^AIIfcPAT QTSLQVRQRL CJSL 
hApo420pep ES^AVIHPAT QTSLQVRQRL QSL 
Consensus ES<JA-IHPAT QTSLQ — QRL 3£L 



Fngunre 1' 



TRADE-a ESGAIIHPATQTSLQEA 
TRADE-p ESGAIIHPATQTSLQVRQRLGSlj. 

401 416 423 



Figure 2 




Fngimre 3 



SEQ 3D -NO : 2 Human TRADEa 
SEQ ID NO:6Mouse Trade 



SEQ ID NO: 2 Human TRADEa 
SEQ ID NO:6Mouse Trade 



SEQ ID NO: 2 Human TRADEa 
SEQ ID NO:6 Mouse Trade 



SEQ ID NO: 2 Human TRADEa 
SEQ ID NO: 6 Mouse Trade 



■lAi.KV l . 



jEQEKT fSIXLi 
PLHRTVlflAAIL 



1 



CRDl 





CRD2 



w. r,-M kls kec: ; *-cyg r. p.a.v:vt~ k i .i i p. f k k i l : o kc : k k: ra^AV v i j p. 

••• :v ; f. .:r 1 1:: ! .:5Kt:OG »•••• iY > ;e I :AL>« :v f< U<-i 'UK fK t: i AvTJ cXiKC K I s cai • ■>•■ I.VI J K 



A 

T. 



1i 



TM 



3KVMT.VKI 
sKVNI.VK i 




T A:-;:i i- R f>T A i.aAVT r.S A i .AT V 1 .1 .AT .1.7 T.C V 1 YC?CUQKMEK 
T V: >: i I'V i 1 1' A I .AAV i •'.':> A I , AT V I = I . A 1 . 1 . 1 i.t:V I Y« :KKC-l' 'M£K 



SEQ ID N§!:2 Human TRADEa 
SEQ ID 1©!: 6 Mouse Trade 
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h 


d 


L' 


IrI 







VQTC 

apmyHBh 




SEQ ID Nd!:2 Human TRADEa 
SEQ ID NO": 6 Mouse Trade 




SEQ ID nS: 2 Human TRADEa 
SEQ m)N9j:6 Mouse Trade 




SEQ ID' m : 2 Human TRADEa 
SEQ ID NO: 6 Mouse Trade 




PVCflHSEN Ff&Af DLSRYNNBLVHsAS 
EsBGNVSE^TDSPRHGDTGflvWjQT" 




tmrBHldq 
rtpB&sgw 



SEQ ID NO: 2 Human TRADEa 
SEQ ID NO: 6 Mouse Trade 



SGAVjUfH 
DRENLN 






417 
416 



Figure 4 



o 






mlgGl 



Anti-TRADEa #8 
^ and 

Anti-TRADEa # 1 6 





mlgGl 
antibody 
antibody 
+TRADE 



Figmire 5 
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Figure 6 
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Figure 7 
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Figure 8 
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FIGURE 10 
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Kinase assay 
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FIGURE 11 
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FIGURE 12 
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FIGURE 13 
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